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Analysis of the correlation between exomiR expression and age of 
participants 

1. Correlation between exomiR expression and age across all participants 
The general correlation between exomiR expression levels and age across all participants - 
including vulvar cancer patients as well as healthy controls - was analyzed using Pearson’s 
correlation coefficient. The results are shown in the respective tables for each of the detected 
target exomiR and for the stably expressed housekeeping gene. 
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G) miR-378a-3p (Endogenous control) 
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2. Correlation between exomiR expression and age in healthy controls 
The correlation between exomiR expression levels and age was analyzed in exclusively the 
healthy control cohort, also using Pearson’s correlation coefficient. The results are shown in 
the respective tables for each of the detected target exomiR and for the stably expressed 
housekeeping gene. 
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G) miR-378a-3p (Endogenous control) 

 
 

3. Correlation between exomiR expression and age in vulvar cancer patients  
Correspondingly, the correlation between exomiR expression levels and age was analyzed in 
exclusively the vulvar cancer patient cohort, also using Pearson’s correlation coefficient. The 
results are shown in the respective tables for each of the detected target exomiR and for the 
stably expressed housekeeping gene. 
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G) miR-378a-3p (Endogenous control) 

 
 

 


